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<160> 6 

<170> Patentln version 3.1 

<210> 1 

<211> 1161 

<212> DNA 

<213> Homo sapiens 



<400> 1 
aattcggcac 


gagccccact 


ctgcctcctg 


ctcccccagg 


gcagcaccat 


gtggcccctg 


60 


tggctctgct 


gggcactctg 


ggtgctgccc 


ctggctggcc 


ccggggcggc 


cctgaccgag 


120 


gagcagctcc 


tgggcagcct 


gctgcggcag 


ctgcagctca 


gcgaggtgcc 


cgtactggac 


180 


agggccgaca 


tggagaagct 


ggtcatcccc 


gcccacgtga gggcccagta 


tgtagtcctg 


240 


ctgcggcgca 


gccacgggga 


ccgctcccgc 


ggaaagaggt 


tcagccagag 


cttccgagag 


300 


gtggccggca 


ggttcctggc 


gtcggaggcc 


agcacacacc 


tgctggtgtt 


cggcatggag 


360 


cagcggctgc 


cgcccaacag 


cgagctggtg 


caggccgtgc 


tgcggctctt 


ccaggagccg 


420 
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v- v- y v~y v_ t_ y l. a 


LdyyLdLyyy 


L.y y l. Ly llll 


LyL.yL.dyL.yL. 


LLayyLLLyy 


480 


y L y y v. y 


«y L yy l- ^y *-y 


L.y l v_v«y v_y aL 


y dL.y y v_ lllci 


aLLyLaLL LL 


L.L. LL.dLL.ydL. 




LL^ayyL l y y 


t* nt" r c n1~ c c a 

L y LLLLJ LLLd 


c ' r\7\c\7KC\c r\c\<~ 
L.yaydyL.yyL. 


LyyddyyLL. l 


LL.ydLy LydL 


cg^gyccg i-y 


Ann 


a civ- l lv. l. y y v_ 


dy Lay l. Ly cty 


ccc\c\ccccc\c\ 
LLyyLLLLyy 


LayLLljL Ly L. 


Ly l. LdLdyy l 


y LL.yyLyL.dy 


DDU 


yyy y ^ l v. 


L yyy v-v-v-y l. l 


y y ^-y n_v_y y v_ 


^LLLaLaaljL 


tnntrrnrtt 

LyyLL.L.yL,LL 


tnrrtrnran 
Ly L.L. LL,y L.dy 




QQQQCQCCtia 

yyyyv-y v-^-ay 


rrnnnr1"1"nfi 
y yy *-y y 


yyayLL.v_v_ay 


rtnnanrtnr 
v_ Ly y ay l. iy l 


aLaLLL Ly y d 


L.L. LLayyyaL 




tatnnanrtr 
i.a y y ciy v_ l v_ 


«*y yy L.ydL. Ly 


LyaLLL Ly dd 


yL.dL-L.da Lya 


L.L.y dy y y L-dL. 


L.L.y l. Ly L. Ly L, 


840 


v_yv_L.dyydyd 


Ly Lav.a L Lya 


v-v- Ly Ldy yyy 


d tyddy Lygg 


LLddyddLLy 


ggrgctggag 


qoo 


cccccgggct 


tcctggctta 


cgagtgtgtg 


ggcacctgcc 


agcagccccc 


ggaggccctg 


960 


gccttcaatt 


ggccatttct 


ggggccgcga 


cagtgtatcg 


cctcggagac 


tgcctcgctg 


1020 


cccatgatcg 


tcagcatcaa 


ggagggaggc 


aggaccaggc 


cccaggtggt 


cagcctgccc 


1080 


aacatgaggg 


tgcagaagtg 


cagctgtgcc 


tcggatgggg 


cgctcgtgcc 


aaggaggctc 


1140 


cagccatagg 


cgcctggtgt 


a 








1161 



<210> 2 

<211> 366 

<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Trp Pro Leu Trp Leu Cys Trp Ala Leu Trp val Leu Pro Leu Ala 
1 5 10 15 

Gly Pro Gly Ala Ala Leu Thr Glu Glu Gin Leu Leu Gly Ser Leu Leu 
20 25 30 

Arg Gin Leu Gin Leu Ser Glu val Pro Val Leu Asp Arg Ala Asp Met 
35 40 45 

Glu Lys Leu Val lie Pro Ala His Val Arg Ala Gin Tyr Val Val Leu 
50 55 '60 

Leu Arg Arg Ser His Gly Asp Arg Ser Arg Gly Lys Arg Phe Ser Gin 
65 70 75 80 

Ser Phe Arg Glu val Ala Gly Arg Phe Leu Ala Ser Glu Ala Ser Thr 
85 90 95 
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His Leu Leu val Phe Gly Met Glu Gin Arg Leu Pro Pro Asn Ser Glu 
100 105 110 

Leu val Gin Ala val Leu Arg Leu Phe Gin Glu Pro val Pro Lys Ala 
115 120 125 

Ala Leu His Arg His Gly Arg Leu Ser Pro Arg Ser Ala Gin Ala Arg 
130 " 135 140 

val Thr val Glu Trp Leu Arg val Arg Asp Asp Gly Ser Asn Arg Thr 
145 150 ~ 155 160 

Ser Leu lie Asp Ser Arg Leu val Ser Val His Glu ser Gly Trp Lys 
165 170 175 

Ala Phe Asp val Thr Glu Ala Val Asn Phe Trp Gin Gin Leu Ser Arg 
180 185 190 

Pro Arg Gin Pro Leu Leu Leu Gin val Ser val Gin Arg Glu His Leu 
195 200 205 

Gly Pro Leu Ala Ser Gly Ala His Lys Leu Val Arg Phe Ala Ser Gin 
210 215 220 

Gly Ala Pro Ala Gly Leu Gly Glu Pro Gin Leu Glu Leu His Thr Leu 
225 230 235 240 

Asp Leu Arg Asp Tyr Gly Ala Gin Gly Asp Cys Asp Pro Glu Ala Pro 
245 250 255 

Met Thr Glu Gly Thr Arg Cys Cys Arg Gin Glu Met Tyr lie Asp Leu 
260 265 270 

Gin Gly Met Lys Trp Ala Lys Asn Trp val Leu Glu Pro Pro Gly Phe 
275 280 285 

Leu Ala Tyr Glu Cys Val Gly Thr Cys Gin Gin Pro Pro Glu Ala Leu 
290 295 300 

Ala Phe Asn Trp Pro Phe Leu Gly Pro Arg Gin Cys lie Ala Ser Glu 
305 310 315 320 

Thr Ala Ser Leu Pro Met lie Val Ser lie Lys Glu Gly Gly Arg Thr 
325 330 335 

Arg Pro Gin val Val Ser Leu Pro Asn Met Arg val Gin Lys Cys Ser 
340 345 350 
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Cys Ala Ser Asp Gly Ala Leu Val Pro Arg Arg Leu Gin Pro 
355 " 360 " 365 



<210> 


3 


<211> 


36 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


forward primer 


<400> 


3 



agaattcaag atgtggcccc tgtggctctg ctgggc 36 

<210> 4 

<211> 40 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> reverse primer 
<400> 4 

ttctagacta tggctggagc ctccttggca cgagcgcccc 40 



<210> 


5 


<211> 


44 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


forward primer 


<400> 


5 


gcgtccgcga cgacggctcc gaccgcacct 


<210> 


6 


<211> 


44 



44 
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<212> DNA 

<213> Artificial Sequence 



<220> 

<223> reverse primer 
<400> 6 

ggagtcgatg agggaggtgc ggtcggagcc gtcgtcgcgg acgc 44 
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